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Abstract: Objective To study the effect of long non—coding RNA (IncRNA) bladder cancer—associated transcript 1 (BLACATI) on
the proliferation, migration and invasion of bladder cancer cells, and to analyze the correlation between its expression and the clinical
characteristics of bladder cancer. Methods Tissue samples from 98 bladder cancer patients diagnosed in Zaozhuang Municipal Hospital
Affiliated to Jining Medical University from January 2018 to June 2020 were selected. Real-time quantitative polymerase chain reaction
(RT-qPCR) was used to detect the expression of BLACAT1 in human bladder cancer cell lines, including UM-UC-3, HTB1 (J82), HTB4
(T24) and HTB-9 (5637), human normal bladder epithelial cell line SV-HUC-1 and the bladder cancer tissues. Adenovirus overexpressing
vector silencing BLACATI (sh-BLACAT1#1 and sh-BLACAT1#2 groups) and siRNA (sh—-NC group) were transfected into human blad—
der cancer cells UM-UC-3 and HTB1 (J82). Cell proliferation was detected using 5—ethynyl-2'-deoxyuridine (EdU) and colony formation
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experiment. Cell apoptosis was detected by TUNEL, and cell migration and invasion was detected by transwell assay. The bladder cancer
cell line HTB1(J82) transfected with sh-NC and sh-BLACAT1#1 were injected subcutaneously and caudally into nude mice to establish a
transplanted tumor model and a metastatic tumor model, respectively. The size and mass of transplanted tumors were detected, and the dif-
ference of metastatic tumors was compared. Results Compared with SV-HUC-1 cells, BLACAT1 was highly expressed in the four blad-
der cancer cell lines (all P<0.01), including UM-UC-3, HTB1 (J82), HTB4 (T24) and HTB-9 (5637). Compared with the sh-NC group,
the proliferation of UM-UC-3 and HTB1 (J82) cells in the sh-BLACAT1#1 group and the sh—-BLACAT1#2 group decreased significantly
while the apoptosis increased (all P<0.01). Compared with the sh-NC group, the migration and invasion ability of UM-UC-3 cells in
the sh—BLACAT1#1 group and the sh-BLACATI1#2 group decreased (all P<0.01). In the transplanted tumor model and the metastatic tu—
mor model, tumor growth and metastasis were both inhibited in the sh-BLACAT1#1 group (both P<0.05). The expression of BLACATI in
bladder cancer tissues was significantly different in terms of pathological grading and lymph node metastasis (both P<0.01). Conclusion

BLACATT1 plays a role in the proliferation, migration and invasion of bladder cancer cells, and is of great significance for the prognosis of

bladder cancer.
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Fig.2 Relative expression of BLACAT1 in the sh-NC. sh-
BLACAT1#1 and sh-BLACATI1#2 groups of bladder cancer
UM-UC-3 and HTB1 (J82)cells
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Fig.3 Cell culture and colony count in the sh-NC. sh-
BLACAT1#1 and sh-BLACAT1#2 groups of bladder cancer
UM-UC-3 and HTB1 (J82)cells
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Fig.4 Cell proliferation detection of bladder cancer UM=UC-3 and HTB1 ( J82 ) cells in the sh-NC ., sh-BLACAT1#1 and sh—
BLACATI1#2 groups using EdU
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Fig.5 Cell apoptosis analysis of bladder cancer UM-UC-3 and HTB1 (J82) cells in the sh-NC, sh-BLACATI1#1 and sh—
BLACAT1#2 groups using TUNEL
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Fig.6 Cell migration and invasion of bladder cancer UM-UC-3 cells in the sh-NC, sh-BLACATI#1 and sh-BLACAT1#2 groups

analyzed by transwell assay
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Fig.7 Tumorigenesis in nude mice after subcutaneous injection of HTB1 ( J82 ) cells transfected with sh—-NC or sh—-BLACAT1#1
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Fig.8 Effects of BLACATI gene knockout on tumor metastasis

of nude mice
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Table 1  Association between BLACAT1 expression and clinical

characteristics of bladder cancer patients (case, %)

e g T8 PEE g
AEE 0.038  0.846
=55 % 48 23 (47.9) 25(52.1)
<55 % 50 24 (48.0) 26 (52.0)
i g /N 0.000  0.990
=2 cm 47 22 (46.8) 25(53.2)
<2 cm 51 25(49.0) 26 (51.0)
LGN R 17.010 <0.01
155 23] 55 37(673) 18(32.7)
%ﬁfﬁgp 43 10(233) 33(76.7)
N 20.440 <0.01
FHPE 35 28 (46.8) 7(46.8)
[ 63 19 (46.8) 44 (46.8)

W PUNLMP : {5 2 5% 1 0 ) DR B b 2 7L SR 98 (papillary

urothelial neoplasms of low malignant potential )
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